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Amino Acid Sequence and Conformation
of the Peptide "Substance P"
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Arg - Arginine
Pro - Proline
Lys - Lysine
Gln - Glutamine
Phe - Phenylalanine
Gly - Glycine
Leu - Leucine
Met-NH2 - Methionine

     (amide)

 
 
Structural analysis has also shown that the configuration of substance P is determined by 

the presence of critical hydrogen bonds holding together not only the alpha-helix but the folding 
of the chain upon itself.25, 26 If these hydrogen bonds are broken by an agent capable of breaking 
such bonds, it becomes highly unlikely that substance P will be bound by the receptor or result in 
pain.  

 
Miscellaneous Responses from Substance P 

 
Bacteria Binding to Lymphocytes Inhibited 
The effects of substance P on Salmonella sp. binding to human peripheral blood 

lymphocytes were evaluated. Two parameters were considered, the number of binding 
lymphocytes and the number of bacteria bound to lymphocytes. Substance P inhibits both 
parameters in a significant manner. The distribution of Salmonella binding to CD4+ and CD8+ 
lymphocytes was also studied. Substance P inhibited binding of bacteria to both T-cell 
subpopulations, particularly in the T-suppressor subset.44 See Figure 6.  

 
This effect from substance P implies that those experiencing great amounts of pain 

(fibromyalgia patients included) have a lowered ability to fight infectious microorganisms 
because of this agent and therefore a greater chance for chronic infection from a variety of 
infectious agents, including bacteria, fungi, mycoplasma, and virus. The successful 
administration to fibromyalgia patients of both Sulfoxime™ and Dioxychlor®, two antimicrobial 
agents, is in agreement with these findings. The overgrowth of microorganisms can be seen with 
high-resolution microscopy.  

 




